whereas hNPs with GFP expression and brain lysate from Foxp1 KO embryos do not demonstrate expression.
(B) Foxp1A is significantly reduced only in the STR of Foxp1 +/mice. Data are represented as means (±SEM).
N=4 mice/genotype for each region. *P=0.02 (Student's t-test, compared to wildtype (WT) levels normalized to Gapdh). (C) Foxp1D is significantly reduced only in the STR of Foxp1 +/mice. Data are represented as means (±SEM). N=4mice/genotype for each region. *P=0.004 (Student's t-test, compared to wildtype (WT) levels normalized to Gapdh). 3
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Supplemental Figure 2. Overlaps between mouse WGCNA modules and gene lists. (A) Heatmap
displaying Foxp1 +/mouse RNA-seq WGCNA modules that contain significant enrichments of DEGs, ASD genes and/or FMRP targets. Plus signs indicate a genotype correlation of modules within specific brain regions. Genes without values or text in any of these columns did not reach significance.
Supplemental Table 2. Foxp1 and Foxp2 target genes within D 1 + and D 2 + enriched MSNs.
Supplemental Table 3 . Gene ontology results for human RNA-seq and ChIP-seq.
